It is evident that malaria infection and transmission display fine scale clustering over all transmission settings. Such clusters, or hotspots, could be a group of households, or even a single household, whose occupants suffer from an abnormally high exposure to infectious mosquitoes and are a source of infection to households outside the cluster. Whilst it has been suggested that targeting interventions at hotspots is likely to be a cost-effective method to reduce transmission, the challenge remains to develop methods for their identification. Active Case Detection (ACD), whereby defined populations are screened and treated where necessary, may offer one solution. There are, however, a number of factors that need to be considered before ACD is implemented, including its timing and frequency, whether it should be conducted pro- or re-actively, transmission setting and diagnostic method used. This presentation will examine and discuss the potential use and effectiveness of ACD in relation to the spatial epidemiology of malaria using examples over different transmission settings.
